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* Program committee member for the International Workshop on Data Mining in Bioinformatics - BIOKDD
(2011), IEEE International Conference on Application-specific Systems, Architectures and Processors (ASAP)
- Bioinformatics Track (2009, 2010, 2012).

 Reviewer for (journals) Nucleic Acids Research, Molecular Biology and Evolution, Bioinformatics, BMC Struc-
tural Biology, Pattern Recognition, PLoS One, Algorithms for Molecular Biology, Molecules, IEEE Communi-
cations Letters; (conferences) Intelligent Systems for Molecular Biology (ISMB), Pacific Symposium on Bio-
computing (PSB), Computational Systems Bioinformatics (CSB), Workshop on Algorithms in Bioinformatics
(WABI), IEEE International Conference on Data Mining (ICDM), SIAM Data Mining (SDM), Combinatorial
Pattern Matching (CPM), IEEE International Conference on Tools with Artificial Intelligence.

* President of the Upsilon Pi Epsilon (Honor Society for the Computing Sciences) Bridgeport Delta Chapter at
the University of Bridgeport (2001-2002).
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